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Abstract

Objective: Detect the expression of SYT7 and HMGB3 in NSCLC cells and explore whether SYT7 affects the progression of
NSCLC cells by regulating HMGB3. Methods: The expression of SYT7 and HMGB3 in NSCLC cell lines was detected by real-time
fluorescence quantitative PCR technology (qRT PCR) and Western blot assay. Transfect siSYT7 and siNC in H1299 and H520 cell
lines, respectively, and detect the expression of HMGB3. Results: Cell experiments have shown that SYT7 and HMGB3 are highly
expressed at mRNA and protein levels in H1299 and H520 cell lines. After knocking down SYT7, the mRNA and protein expression
of HMGB3 decreased. Conclusions: This exPeriment demonstrates that SYT7 may Promote the Progression of lung cancer by
regulating HMGB3.
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