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Abstract

Antimicrobial Resistance (AMR) has become one of the important factors threatening global public health. At present, the traditional
Antimicrobial Susceptibility Testing (AST) commonly used in clinical practice is a key technology to guide the rational use of
antibiotics and curb the spread of drug resistance. However, obtaining drug sensitivity results through the traditional AST method
takes a long time and is difficult to meet the clinical demand for rapid and precise medication guidance. Therefore, the development
of rapid, accurate and efficient AST technology has become an urgent need for clinical microbiology and precision medicine. Based
on this current situation, this paper systematically reviews the new methods in the field of rapid drug sensitivity detection (RAST) in
recent years, conducts in-depth analysis from aspects such as the principles, advantages, limitations and related clinical applications
of various methods, and discusses the current challenges and future development directions of rapid drug sensitivity detection
technology, aiming to provide corresponding technical references for clinical medical workers, researchers, etc. Promoting the clinical
transformation and application of rapid drug sensitivity detection technology, enhancing the diagnosis and treatment techniques for
infectious diseases, and ultimately alleviating the increasingly severe crisis of antibiotic resistance.
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